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Figure 1 



p6(1-14) Peptide Inhibits the 
Interaction of GST-p6 with 
myc-TSGI 01 (1-207) 




♦ p6(1-14), IC5o~14mM 
Hill Slope = -1.007 



Compound (M) 



Figure 2 



Dixon plot of p6(1-14) on pCH'SGI 01 (1-207) 




Figure 3 



Dixon plot of p6(1-14) on 
GST-p6/Myc-TSG101 interaction 




Kr19^M 

p6(1-14)(^M) 



Figure 4 



CAGAGACCUAACUGUACGUdTdT - 

IIIIIIIIIIIIIIMIM 

dTdTGUCUCUGGAUUGACAUGCA 

ACUGUCAATGUUAUUACUCdTdT - 

IIIIIIIIIIIIIMIIM 

dTdTUGACAGUUACAAUAAUGAG - 5 ' 

CUAAUGAACCUCACUGGAAdTdT - 

IIIIIIIIIIIIMIIIM 

• dTdTGAUUACUUGGAGUGACCUU - 5 
AUGAACCUCACUGGAACAAdTdT - 

IIIIIIIIIIIIMIIMI 

- dTdTUACUUGGAGUGACCUUGUU 

UGGCUACUGGACACAUACCdTdT 

IIIIIIIIIIIIIIMIM 

- dTdTACCGAUGACCUGUGUAUGG 

UAUCUUCCUUAUCUACAUGdTdT 

MMMMMIMMMM 

- dTdTAUAGAAGGAAUAGAUGUAC 



Figure 5 



siRNA#7 



5 ' - CAAUCAGCGAGGACACCAUdTdT - 3 

IIMIMMIMMMIII 

3 ' - dTdTGUUAGUCGCUCCUGUGGUA - 5 ' 



siRNA#8 



5 ' - ACUGGAAGAGAUGGUUACCdTdT - 3 ' 

MMIIIMIIIMIIIII 

3 ' - dTdTUGACCUUCUCUACCAAUGG - 5 ' 



siRNA#9 : 



5 ' - AACGCUAUUGAAGACACUAdTdT - 3 ' 

IIMMMIIIIIIIIIII 

3 ' - dTdTUUGCGAUAACUUCUGUGAU - 5 ' 



siRNA#10: 



5 ' - ACGCUAUUGAAGACACUAUdTdT - 3 ' 

IIIMIIIIIIIIIIIIII 
3 ' - dTdTUGCGAUAACUUCUGUGAUA - 5 ' 



siRNA#ll: 



5 ' - CGCUAUUGAAGACACUAUCdTdT - 3 ' 

MIIIIMIIIMIIMII 

3 ' - dTdTGCGAUAACUUCUGUGAUAG - 5 ' 



Figure 5 (continued) 



uuc 

5 ' - CAGAGACCUAACUGUACGU A 
shRNAl : I I I I I I I I I I I I I I I I I I I A 

3 ' - [UUU] UUGUCUCUGGAUUGACAUGCA G 

AGA 



UUC 

5 ' -ACUGUCAATGUUAUUACUC A 
shRNA2: I I I I I I I I I I I I I I I I I I I A 

3 ' - [UUU] UUUGACAGUUACAAUAAUGAG G 

AGA 



UUC 

5 ' - CUAAUGAACCUCACUGGAA A 
shRNA3 : ' I I I I I I I I I I I I I I I I I I I A 

3 ' - [UUU] UUGAUUACUUGGAGUGACCUU G 

AGA 



UUC 

5 ' -AUGAACCUCACUGGAACAA A 
shRNA4 : I I I I I I I I I I I I I I M I I I A 

3 ' - [UUU] UUUACUUGGAGUGACCUUGUU G 

AGA 



UUC 

5' -UGGCUACUGGACACAUACC A 
shRNAS: I I I M I I I I I I I I I M I I I A 

3 ' - [UUU] UUACCGAUGACCUGUGUAUGG G 

AGA 



UUC 

5' -UAUCUUCCUUAUCUACAUG A 
shRNA6: I I I I I I I I I I M M I I I I I A 

3 ' - [UUU] UUAUAGAAGGAAUAGAUGUAC G 

AGA 



Figure 6 



uuc 

5 ' - CAAUCAGCGAGGACACCAU A 
shRNA7 : I I I I I I I I I I I I I I I I I I I A 

3 ' - [UUU] UUGUUAGUCGCUCCUGUGGUA G 

AGA 



UUC 

5 ' -ACUGGAAGAGAUGGUUACC A 
shRNAS: I I I I I I I M I I I I M M I I A 

3 ' - [UUU] UUUGACCUUCUCUACCAAUGG G 

AGA 



UUC 

5 ' -AACGCUAUUGAAGACACUA A 
shRNA9 : I I I I I I I I M I I I I I I M I A 

3 ' - [UUU] UUUUGCGAUAACUUCUGUGAU G 

AGA 



UUC 

5 ' -ACGCUAUUGAAGACACUAU A 
shRNAlO: I I I I I I I I I I I I I I I I I M A 

3 ' - [UUU] UUUGCGAUAACUUCUGUGAUA G 

AGA 



UUC 

5' -CGCUAUUGAAGACACUAUC A 
shRNAll: I I I I I I I I I I I I I I I I I I I A 

3 ' - [UUU] UUGCGAUAACUUCUGUGAUAG G 

AGA 



Figure 6 (continued) 



